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regulated by miR-106b and miR-93 in GC cells (76).

Conclusion

In summary, few studies have been done on the
role of ceRNA in the diagnosis and treatment of
GC. In this study, the role of non-coding RNAs
(ncRNAs), including microRNA, long non-coding
RNAs (IncRNAs), circular RNAs (circRNAs), and
pseudogenes as a network of competing internal RNAs
in regulating gene expression at the transcriptional
level in GC, were presented. Non-coding RNAs, as
ceRNAs, are involved in various biological processes,
such as cell proliferation, apoptosis, invasion, and
migration.

CeRNAs networks play a significant regulatory
role in the progression of GC, and in the ceRNAs
networks, ncRNAs competitively target miRNAs and
play a role in the regulation of gastric cancer-related
genes. Altogether, the study of the ceRNA network
in GC can improve our knowledge on the disease
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new therapeutic strategies for treating GC patients.
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